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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: A?/ 

Source: /Vfl? 



Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin2 1 help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin30help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE SEE BELOW: 



Checker Version 3.0 

The Checker Version 3 0 application is a statc-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules Checker Version 3 0 works for sequence listings 
generated for the original version of 37 CFR §§ 1 821 - 1 825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST 25 

Checker Version 3 0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO) 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 



httpi/Avww. uspto.gov/web/offices/pac/checker 
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ATTN: NEW RULES CASES' PI fact r, - SE R'AL NUMBER: _jTjVt> 7 V ? v 

' — Wra PpedNucle : E LE T ; D,S b REGARDEWG ^H-ALPMA- HEADERS WhPch VVERE,^^^^ 

T^e number/w a. the end or each ,,ne tapped" dov™ ,„ h ERTE ° By PTO SOFTWARE 

Th,s may occur if your file was Sieved in a " ne 



Wrapped Aminos 



'ncor/ect Line Length 



^^«. h ^ ndBB(te ^ Th,s,nc,ud essP 3ces 



4 Misaligned Amino Acid Then ^ — 'includes spaces 

Numbering Umber "* unde ' «ch 5th am.no acd ,s msallgned T , 

between the numbering „ ls ^ , -m ta caused ^ 

5 — N -«C Thls Mp _ , "* ' abS USe the nurnbers 



Variable Length 



This file was not saved in ASCII (DOS) n « 



Patentlnver 2 0 "buo" a -k „ 

9 * bU9 Pa <™"« version 2 0 has caused the <o 20> <? „ 

SCqUenCe(S ) — Normally. Palen ,n J ou d au( '° * m ' SSin9 "™ — acd 

previously ceded nucleic acid scour.™-, o, " " du,0 ™t,ca.ly generate this 

section from fhn 

10 ' he SUbse ^ n < a™™ acd sequence T is apoHc"? *»»-<223> sect, n 
-fons for Ar,,ncia, or UnKno.n """^ *° ,he <220 "£> 



Skipped Sequences 
(OLD RULES) 



SKipped Sequences 
(NEW RULES) 



u seor nsor Xaa's 
(NEWf^LE^)' 



U ^of<2l3^0rgan ( sm Sequencers) 
(NEW RULES) quencefsj 



Soquooce(s; m(Ssin , f In(en( 

F ° R «> NO X ' "* f °" 0Wln9 "™ '« each s klppc d sequence 

0 SEQUENCE CHARACTERISTICS-^ . ■ 

(J SEQUENCE 0ESC RI P T1 ON:SEO lo NO ; SPrt """^ ^ ^NCE CHARACTERISTICS"! 
Th.s sequence is intentionanysMpped ' 

P'ease also ad)us , lhe - ( . () N SEQU .. 

fCSP0 ' 1 — elude ,hes.p P ed sequencer 
Se quence(s) "itsang if mtenhnn,. m ' 

<™> sequence ,d numlr ^ ™ ^ forma, for each s klppe d sequence 

400> ^quence id number 
000 

•■■ ^nd which residue n or Xaa rc P resents 



-em,ss,n,,h,s mandatory field or lls response 



^ of <220>Fealure Sequencers) - " 

RULES > Use of <220> , 0 <223> ,s MANDATORY t ™ h « d '^ 

"ease e,p, Jln S0Ufcc of gcne(ic , 3>0«G ^ ^ _ 

P-nlln^o, P,easedono,u 5 e-Cop yl0D , 5 ,. ( , 

• - '"stead, please use "File Manager* ot '^^^^wa^s'lo*!©^^^^)^^'^^' 6 '' 00 '** se ^ ucnc * listing; 
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